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PIBHOMAHITTA MIKPO®JIOPHA
YV 3PYHHOBAHOMY YETBEPTOMY EHEPI'OBJIOII YAEC

3a nomomororo meronuku cexkBenyBaHHs JIHK HoBoro moxoninus npoananizoBano JHK mikpoOiomy cyOcerpary y
miecTH Toukax 4-ro amapiiiHoro eneprotnoka YAEC, B sikoMy IOTYXHICTh JO3U Ha MIKPOOPTaHI3MH KOJHBA€ETHCS Bij
0,007 no 0,12 I'p/roa. YcTaHOBIEHO, 110 HAWOIIBII PI3HOMAHITHUM 1 CTaOUIFHUM BUSIBHBCS MiKpoOioM 3pa3ka, 1o OyB
pO3TaloBaHNH 3a MeXaMu 00’€KTa «YKPHUTTS» Ha TepuUTOpii NmpoMMmaiigaHunka (YMOBHHH KOHTpPOJb). Y HBOMY
BIJICYyTHI JOMiHaHTH, TOOTO BiH € HaHOLIBbII 30aaHCOBAaHMM 1 HAONIKEHMM 3a CTaHOM OO0 MIKpoOioMy IpyHTY
exocucreM, mo ortouyioTb YAEC. Jlns 3pa3ka, MOTYXHICTH 00paxoBaHOI [103M Ha Micli Bimbopy skoro Oyina
HAWBUINOIO, 3arajbHa KUTBKICTH IMPEICTABICHUX BHIIB Oyia y 8 pa3iB MEHINOIO, MpOTe iHAEKC NOMiHyBaHHI OyB
HaWBUIINM, 0 CBITYUTH TIPO (PopMyBaHHS MIKpOOiOMY 3 WiTKO BHpPaKEHUMH JOMIHAHTAMHU.

Kniouosi cnosa: Yopaobunscerka AEC, ueTBepTHii eHeproOioK, pamioHyKIiaHe 3a0pynHeHHs, cekBenyBanusa JJHK,
MiKpOOioM.
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PABHOOBPA3ZUE MUKPO®JIOPHI
B PASPYHIEHHOM YETBEPTOM 3HEPT'OBJIOKE YAJC

C nomompio MeTonuku cekBeHupoanus JIHK HoBoro mnokosnenus mnpoananusupoBana JIHK wmwukpobuoma
cyOcTpara B IIECTH TOYkax 4-ro aBapuitHoro sHepro0moka YADC, B KOTOPOM paccyMTaHHAs MOIIHOCTh JIO3BI Ha
MHUKpoopranu3mel kojieonercs or 0,007 mo 0,12 I'p/u. Iokazano, yTo Hamboyee pa3HOOOPA3HBIM U CTAOWIHLHBIM
OKa3aJcsi MUKpOOHoM 00pasiia, B3ATHIN 32 MpeesiaMi 00BeKTa « YKPBITHEY HA TEPPUTOPHH MPOMILIONMIAIKHA (YCIIOBHBIH
KOHTPOJIb). B HEM OTCYTCTBYIOT HOMHHAHTEHI, T. €. OH SBISCTCS HanOoJee COATAaHCHPOBAHHBIM M HPUOIMKCHHBIM T10
COCTOSIHUIO K MUKPOOHOMY IMOYBHI 3KocHcTeM, okpyxarommx YADC. [l oOpasia, MOIIHOCTE 03I HA MecTe 0TOopa
KOTOpOTo OBblIa camMOl BBICOKOMW, OOIIee KOJIMYECTBO MPEICTABICHHBIX BHIOB OBUIO B 8 pa3 MEHBIINM, HO WHIEKC
JOMUHHPOBAHUS OBII CAMBIM BBICOKHM, YTO CBHACTEIECTBYET O (HOPMHPOBAHUN MUKPOOHOMA C YETKO BBIPAaKEHHBIMH
JOMHUHAHTaMHU.

Kniouesvie cnosa: YADC, derBepThId €HEProOIOK, pPagMOHYKIWAHOE 3arpsi3HeHue, cexBeHmpoBanue JIHK,
MHKPOOHOM.
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DIVERSITY OF MICROFLORA AT THE FOURTH DESTROYED UNIT OF THE ChNPP

DNA of the substrate, sampled from six points in the destroyed 4-th power unit of ChNPP, where the dose rate on
the microorganisms ranges from 0.008 to 0.12 Gy/h, was analyzed by New Generation Sequencing technology. It was
found that the most diverse and stable microbiome occurs in sample, located outside of the "Ukryttya" object on the
industrial site (conditional control). There are no dominants in it, which means that it is the most balanced and
approximate to the general state of the soil microbiome of ecosystems surrounding the ChNPP. As for the sample, taken
from the spot, where the dose rate was the highest, total number of species represented appeared eight times smaller, but
dominance index was the highest, which indicates the formation of distinct microbiome dominants.

Keywords: ChNPP, the fourth unit, radionuclide contamination, DNA sequencing, microflora.
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